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improve bird health and reduce susceptibility to C.jejuni colonisation. 
77
Campylobacter jejuni, a highly motile Gram-negative proteobacteria, is the most frequent cause of human 78 bacterial foodborne gastroenteritis worldwide (1). There are currently estimated to be 9 million cases in the
79
European Union each year, amounting to a vast medical and productivity burden across many of the world's most 80 developed countries (2). The preparation and consumption of poultry meat continues to be the single largest source 81 of human infection, with over 70% of retail chicken carcasses within the EU showing C.jejuni contamination (3).
82
With current intervention strategies aimed at reducing C.jejuni burden within the commercial broiler (meat-83 producing) chicken showing limited success, a pragmatic means of large-scale on-farm control continues to be a 84 key goal (4). The need to develop controls within poultry production without the use of antimicrobials is a public 85 health priority. However, unlike Salmonella, where vaccination has proved successful, the nature of both the 86 pathogen and host response to Campylobacter in the chicken make the development of vaccines challenging (3).
87
With the gut microbiome acting as the immediate biological barrier against C.jejuni, its manipulation could play 88 a key role in its reduction and control in chicken meat production. 
130

RESULTS
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Early faecal transplant has significant impact on C.jejuni colonization of the Ceca and ileum following 
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Faecal microbiota transplantation administration at 7 days of age has no significant impact on C.jejuni
159
GIT colonisation and transmission. Swabs taken between 3dpi and 10dpi in experiment 3 showed a slight
160
EXPERIMENT 1
Median C.jejuni M1 content at 14 dpi (CFU.g -1 )
[IQR]
EXPERIMENT 2
Median C.jejuni M1 content at 12 dpi (CFU.g -1 )
[ 
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While no statistically significant differences in species richness were found between treatment groups, it is 237 notable that in terms of the cecal microbiota taxa observed there were marked differences between treatment 238 groups regarding phylogenetic diversity. It was found that chicks hatched and reared within our poultry unit as 239 internal controls showed closer phylogenetic similarity to hatchery obtained chicks when compared to FMT 240 treated chicks also reared within our unit. As such, it is likely to be the FMT that is contributing most to the 
310
Bacterial strains and culture conditions. C.jejuni M1 was cultured from frozen stocks maintained at -80 °C on 311
Colombia blood agar supplemented with 5% defibrinated horse blood (Oxoid, Basingstoke, Hampshire,
312
United Kingdom) for 48 h in microaerobic conditions (80% N2, 12% CO2, 5% O2, and 3% H2) at 41.5 °C. 
